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ABSTRACT

Although the loss of good health is inherently unpredictable, human behavior at
the individual and societal levels profoundly influences the incidence and evolu-
tion of disease. In this review, we define the human epidemiological environment
and describe key biophysical, economic, sociocultural, and political factors that
shape it. The potential impact upon the epidemiological environment of bio-
physical aspects of global change—changes in the size, mobility, and geographic
distribution of the human population; land conversion; agricultural intensifica-
tion; and climate change—is then examined. Human vulnerability to disease is
strongly and deleteriously influenced by many of these ongoing, intensifying al-
terations. We then examine threats to human defenses against disease, including
immune suppression, loss of biodiversity and indigenous knowledge, and the evo-
lution of antibiotic resistance. Effective responses will require greatly enhanced
attention by and collaboration among experts in diverse academic disciplines, in
the private sector, and in government worldwide.
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INTRODUCTION

Recent and projected anthropogenic changes pose a serious threat to world
health security (1, 2). After World War II, many believed that the coevolution-
ary battle betweenHomo sapiensand its disease parasites was ending in victory
for humanity through the use of sanitation, water purification, vaccination, an-
tibiotics, and pesticides. In 1969, US Surgeon General William H Stewart told
the Congress that the time had come to “close the book on infectious disease”
(3). In the wake of that optimism, the world today is beset with formidable
health problems: ancient scourges such as malaria (see e.g. 4), tuberculosis
(5, 6), and cholera (7) are resurgent; an important new epidemic disease, AIDS,
is proving exceedingly difficult to contain; some strains of old bacterial ene-
mies may be becoming more deadly (8); antibiotics and antimalarial drugs are
losing their ability to control pathogens; and a variety of lethal viruses such
as Ebola pose serious threats (see e.g. 9, 10, 11). Malaria eradication was
once thought possible (12), yet now there are between 300 and 500 million
cases annually, with the death toll estimated to be nearly three million (13).
Here we review the paramount biophysical forces reshaping the epidemiologi-
cal environment. The review is structured around 1. aspects of global change,
broadly defined to include demographic change as well as changes in land use
and atmospheric composition, and 2. threats to human defenses against dis-
ease, including immune suppression, the loss of biodiversity and indigenous
knowledge, and the evolution of antibiotic resistance. Although our focus is
restricted to biophysical forces, the social, economic, and political forces influ-
encing the epidemiological environment are at least as powerful and difficult
to manipulate.

THE EPIDEMIOLOGICAL ENVIRONMENT

The epidemiological environment consists of the conditions and processes, both
biophysical and social, that influence the interaction between human beings
and disease agents. This environment encompasses a complex of interrelated
factors, including:

1. the parasites that are actually or potentially pathogenic toHomo sapiens, de-
fined broadly to include subcellular, unicellular, and multicellular organisms
such as prions, viruses, bacteria, fungi, protozoa, helminths, and arthropods;
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2. biophysical determinants of the reproductive success of such parasites, in-
cluding conditions such as temperature and moisture, availability of and
transmittancy to vectors and hosts, the evolution of virulence, and coevo-
lution of human immunity and parasites’ resistance to the immune system
and other human defensive measures;

3. social determinants of the spread of parasites, including the frequency and
nature of interpersonal contact, travel and migration patterns, sanitation,
access to health care and information, pharmaceutical markets, urbanization,
poverty, public health policy, medical training, funding of medical research,
and political leadership.

In part because the pathogenic actors are largely invisible, the epidemiologi-
cal environment is rarely appreciated. Anthropogenic impacts on this environ-
ment have been little examined as a whole and do not fit into the framework
within which other aspects of the relationship of human beings to their envi-
ronment have been explored (14–16). As the human population has grown
to unprecedented size, it has unwittingly but dramatically changed the nature
of its war with pathogens, in some instances to its great advantage, but now
increasingly to its detriment.

IMPACTS ON HUMAN EXPOSURE TO DISEASE

Population Growth
A parasite must achieve a basic reproductive rate greater than one if it is to suc-
cessfully establish itself in a host population (17, 18). In general, this means
that each infected host, on average, infects more than one other host. Thus, a
threshold population size is necessary for the perpetuation of most epidemic
diseases. The precise threshold for disease establishment is determined by
complex characteristics of both the parasite and the host. These characteristics
include whether transmission is direct or by a vector, and whether animal reser-
voirs are involved; whether transmission is seasonal; the incubation, latent, and
infectious periods of vectors and hosts; the existence and duration of acquired
host immunity; reproductive requirements of the parasite; and so on (18). Hu-
man demographic factors are key variables in epidemiology, influencing the
rate at which a population is invaded by new parasites, their chances of becom-
ing established, the rate of their spread, the evolution of their virulence, and
the capacity of human social structures (and other cultural traits) to coevolve
in defense.

Paleolithic groups were probably relatively free of virulent epidemic disease
(19, 20). Not until a critical community size was reached in early agricultural
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societies were parasites previously confined to nonhuman animals able to signif-
icantly affect populations ofHomo sapiens. Examples of such diseases include
smallpox, influenza, and measles, which are thought to have evolved from
monkeypox, avian flu, and rinderpest or canine distemper, respectively (21).
Measles apparently could not invade human populations until there were aggre-
gations of about 200,000–500,000 people (22–24). Urbanization led not only
to virulent epidemics, but also to concentrations of human and animal wastes in
waterways ideal for the propagation of protozoan and helminth parasites (20).

The emergence of mega-cities is one of several changes in key aspects of
the human population that pose unprecedented threats to human health (25).
Another factor is simply that today’s 5.8 billion people constitute the largest
population the world has ever seen. For a parasite, evolving host specificity to
humans (as opposed to any of the world’s endangered species) would amount to
winning a jackpot. How HIV-1 (the virus that causes the most serious form of
AIDS) first entered the human population is not clear, but one possibility is that
it was the result of a transfer by a vector (e.g. a mosquito or tick) from another
primate. Although such “jumps” from other species are thought to occur very
rarely (26), increased human numbers increase contact rates and make them
more probable. If in a certain area, one mosquito in a million is carrying a
certain rodent virus, the chance of an infected mosquito feeding on a human
being is much smaller if that area is populated by a clan of 20 persons than by
a city of 500,000 people.

Large families, associated with population growth, increase the vulnerability
of populations by presenting arrays of immune-similar individuals. As viruses
colonize individuals in such families sequentially, they may evolve greater
virulence (27). Immune-similarity of individuals may have contributed to the
near extinction over recent centuries of native Americans (28). Black (29, 30)
has argued that the decimation of these populations by disease was due not
only to a lack of immunological experience that made them highly susceptible,
but also to a relative lack of genetic variability (compared to other groups of
people) tracing back to their rapid expansion after the genetic bottleneck of the
trans-Bering invasion.

Population Mobility
Merchants, explorers, and conquistadores left a legacy little appreciated by
most historians (31). Smallpox, measles, and swine flu were transported to the
western hemisphere by European sailors. The first recorded epidemics of lep-
rosy in Europe followed the expansion of the Roman Empire. Bubonic plague,
known in fourteenth-century Europe as the black death, probably made its way
from central Asia via the Silk Road. Cholera was likely carried unwittingly by
traders and armies into Europe from India in the early 1800s.



    September 11, 1996 18:44 Annual Reviews DAILDUN.TXT AR016-05

EPIDEMIOLOGICAL ENVIRONMENT 129

High-speed modern transport systems may expedite the delivery of food,
pharmaceuticals, and medical personnel to populations in need, but they also
often facilitate the spread of epidemics. Steamships alone made it possible
to transport bubonic plague to all major ports in the world at the end of the
last century, something that could not have occurred earlier because all of
the susceptible passengers on plague-infested, slow-moving sailing ships would
generally have died before the ships reached port (31). People (or vectors) car-
rying dengue fever on airplanes have contributed to its recent spread (32),
and indices of the amount of international travel are highly associated with
the spread of AIDS (33). Rapid transportation also facilitates the spread of
antibiotic-resistant strains of some bacterial pathogens (34). In addition, rapid
transportation plays a role in facilitating the worldwide distribution of recre-
ational drugs, and sharing of needles by addicts contributes significantly to the
propagation of infectious diseases.

The movement of potential vectors, disease reservoirs, and other organisms
that might be involved in human disease, is also greatly facilitated by modern
transport. Perhaps the most spectacular recent case of the transfer of a dan-
gerous vector was the moving from Asia to the United States of a mosquito
(Aedes albopictus,the Asian tiger mosquito) capable of transmitting dengue
(32, 35). Soon after its introduction,Ae. albopictuswas found to be carrying an-
other potentially dangerous virus, that of La Crosse encephalitis (36–37a). The
usual vector of this disease is a woodland mosquito that relatively rarely bites
human beings. The combination of that virus and the aggressive tiger mosquito
is worrying (37). Dengue has returned to Mexico just south of the border of
the United States (38), from where the tiger mosquito could move it north into
areas in which its normal vector cannot survive the cold winters.

Population Distribution
Urbanization is one of the most profound of global changes (see e.g. 39).
In 1950 only New York, London, and Shanghai had populations of over 10
million. By the start of the twenty-first century, 23 cities will have surpassed
that number, and more than half of all human beings are projected to be city
dwellers by shortly after the turn of the century (40). Urbanization can im-
prove the epidemiological environment by several means. Death rates from
many diseases were lowered dramatically in today’s developed nations long
before antibiotics or other effective medical interventions were available (41).
This reduction was accomplished largely with improved nutrition, housing less
vulnerable to vermin, and cleaner drinking water. The latter can be traced
back to Dr. John Snow’s (1855) work on cholera (42), improved isolation of
food and water from human fecal contamination, and personal hygiene (e.g. 41,
43, 44).
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Although available data may overstate the quality of urban drinking water in
developing nations (45), they suggest that urban residents have greater access
to clean water. An estimated 855 million people lack access in rural areas of
developing nations, but only a fifth as many do in urban areas, although 35% of
the population of developing nations now lives in cities. Urban residents may
also have better access to medical care.

Urbanization may exert serious negative effects on the epidemiological en-
vironment as well (see e.g. 46). Cities bring large numbers of people into
intimate contact. They would greatly facilitate the spread of transmissible dis-
ease even if all urbanites were well fed and supplied with clean water, adequate
shelter, and access to health care. But many urbanites are not (see e.g. 47), and
providing such resources and services will be difficult given the tremendous
rate of growth in demand.

In rich and poor nations alike, cities are afflicted by a lack of control over
disease reservoirs (e.g. rodents) and vectors (e.g. mosquitos). For example,
urbanization has contributed to the great spread of dengue fever (48) by bringing
large numbers of people into close association with the household mosquito
Aedes aegypti,the vector of the causative virus (32).Ae. aegyptibreeds in
standing water in containers, ranging from coke bottles to old tires.

Risky behavior (from a health perspective), which tends to be suppressed in
small, sedentary communities, often occurs in connection with the anonymity
afforded by large-scale movement and urbanization. In both rich and poor
nations, urban conditions may promote drug use, prostitution, and greater sexual
promiscuity in general [(49), although time-series data on this point are lacking].
Interestingly, for diseases transmitted sexually or through the sharing of needles,
long-lasting infection and lack of acquired immunity in recovered hosts permits
persistence in low-density populations. In such cases, a principal criterion for
persistence is a threshold average number of partners, rather than a general
threshold host density (18, 50).

Growth of the human population is accompanied by inevitable increases in
population density. Higher density is now thought by some (51) to increase the
virulence of certain parasites, such as those that cause dysenteries and influenza,
which do not depend on vectors for transmission (and thus whose spread is
slowed if hosts are immobilized by illness). Evidence for this controversial
hypothesis comes from the record of the increased virulence of such diseases
among troops crowded in wartime. It has been suggested that the mysterious
increase in virulence that made the 1918–1919 flu epidemic the worst ever
resulted from the hideous trench conditions on the western front (51).

Other features of urban (and suburban) areas that cause deterioration in
the epidemiological environment are the increased air tightness of buildings



   September 11, 1996 18:44 Annual Reviews DAILDUN.TXT AR016-05

EPIDEMIOLOGICAL ENVIRONMENT 131

(to enhance energy efficiency); air conditioning; and the reduced rate of airflow
in the cabins of modern jet airliners, also in the name of energy efficiency. All
three factors tend to keep people breathing the same recirculated air, facilitating
the transmission of airborne pathogens (52, 53).

Conditions favorable to crime, war, and other forms of social disruption that
degrade the epidemiological environment appear to be promoted by overpopu-
lation and concomitant urban crowding, although the connections are complex
and disputed (see e.g. 54, 54a). For instance, some claim that the economic
and social deterioration in the former Soviet Union has led to a decline in nutri-
tion, a shattering of the public health system, higher mortality rates (especially
in males) and, among other things, epidemics of diptheria (55, 56). [Others,
however, assert that many of the apparent recent changes are actually merely
artifacts of making the statistical reporting of morbidity and mortality conform
to Western conventions (N Vorontsov, personal communication, 1996)]. Glob-
ally, the development of urban infrastructure, including public heath facilities,
is retarded by violence (39). In short, urban centers may be considered “ecosys-
tem[s] that can amplify infectious diseases” (57) or, more bluntly, “graveyards
of mankind” (12).

The epidemiological environment, especially in the United States, has also
been greatly altered by suburbanization. This trend clearly helped improve the
epidemiological environment for those who left the cities, while often worsen-
ing it for those forced to stay behind with a diminishing tax base and decaying
health-care delivery system. The large-scale ecosystem alteration associated
with suburbanization has, however, created new problems. The massive clear-
ing of eastern forests, which included the removal of both large trees and top
predators such as wolves and mountain lions, was followed eventually by recla-
mation by second growth which, in turn, was fragmented by suburbs. The
result is a habitat matrix ideal for deer, which often are also protected from
hunting, and some small rodents, especially the white-footed mouse. Deer and
small mammals in turn support the tick,Ixodes scapularis,which transmits the
spirochaete (Borrelia burgdorferi) that causes Lyme disease from its natural
reservoir in the mouse to human beings (58, 59). Large concentrations of deer
support dense adult tick populations (the deer do not serve as important reser-
voirs of the spirochaete), and young ticks acquire the spirochaetes from smaller
animals. In the past 15 years, Lyme disease has become the most common
arthropod-borne infection in the United States (60). Babesiosis, a sometimes-
fatal disease similar to malaria, can be transmitted in the same manner as Lyme,
and sometimes people are infected with both. An emerging, sometimes deadly
tick-borne disease, ehrlichiosis, caused by the rickettsiaEhrlichia chafeensis
can also be transmitted in the same manner as Lyme disease (61, 61a).
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Land Conversion and Agricultural Intensification
It is not only the recent dramatic increase in human numbers, but also mass
migration (often government-induced) into areas only marginally suited, at best,
to intensive agriculture and dense human habitation, that increases the threat of
“emergent viruses.” Larger and larger human populations, pushed into contact
with animal reservoirs of diseases such as HIV, Ebola, Marburg virus, and Lassa
fever, increase the odds that a pathogen will invade human populations and that
the disease will become endemic. Population growth has been especially rapid
in Africa, which had only about 275 million people in 1960, now has 720
million, and may double that population size by 2025. Africa is the homeland
of humanity, and our closest living relatives, the old-world monkeys and apes,
are abundant there. Evolutionarily, these are the animals most likely to be
harboring parasites, such as Marburg virus, that are capable of infectingHomo
sapiens(62, 63).

One of the most frequent land-use changes caused by humanity, forest clear-
ance, may exert positive or negative effects on the epidemiological environ-
ment. In some instances, it can reduce contact of human populations with
forest-dwelling disease vectors or reservoirs, or even drive vectors and reser-
voirs to extinction. These events are difficult to document. Striking changes in
the other direction are less likely to go unnoticed, however. TheHaemogogus
mosquito that transmits yellow fever among animal reservoirs inhabits forest
canopy; once an epidemic is triggered by transfer into the human population,
the disease is propagated by the domestic mosquito vector,Ae. aegypti(64). In
Brazil, the most effective Amazonian vector of malaria isAnopheles darlingi,
a species of the forest and forest edge (47). Clearing primary forest in Tanzania
has caused expansion of malaria by increasing temperatures and creating sunny
breeding sites for the vectorAnopheles gambiae. Forest clearance has led to
increases in the populations of both the mammalian reservoirs and the sandfly
vectors of leishmaniasis throughout Latin America (65).

The epidemiological environment has been altered in many ways by recent
intensification of agriculture. Expansion of food supplies has had an enormous
positive effect (even if temporary; 66), but there have been negative effects
as well. Broadcast spraying of synthetic organic insecticides has induced re-
sistance not only in their intended targets—crop pests—but also in vectors of
disease. Agricultural spraying, especially on cotton and rice, has contributed
greatly to the evolution of pesticide resistance in theAnophelesmosquitos that
transmit malaria and thus to the worldwide resurgence of that disease (67–70).

The switch from subsistence agriculture to intensive cash-cropping of rice
in Guyana has supplied ideal breeding grounds forAnophelesmosquitos, and
mechanization has reduced local populations of domestic animals, the preferred
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source for the localAnopheles’blood meals. The vectors turn toHomo sapi-
ensand malaria epidemics result (see e.g. 71). Similar changes in Honduras
have led to the concentration of disease vectors and reservoirs in peri-urban
“misery belts,” where the incidence of malaria, leishmaniasis, dengue fever,
and Chagas’ disease has increased dramatically (72). Rodents, in particu-
lar, are important consumers of agricultural crops and players in the life cy-
cle of many groups of diseases, including bacterial and viral haemorrhagic
fevers, tick-borne encephalitides, Venezuelan equine encephalitis, the hanta-
viruses, typhus, and spirochaetal and parasitic diseases. Agricultural intensifi-
cation typically promotes rodent populations through the removal of predators
and other natural enemies, while supplementing their food supply (73).

Another case of deleterious change associated with agricultural intensifica-
tion is the upsurge of schistosomiasis (bilharzia) associated with the introduc-
tion of irrigation following the construction of the Aswan and other dams (1, 47,
74). Perennial irrigation and large impoundment lakes have proven to be ideal
breeding grounds for snails that serve as intermediate hosts for the blood flukes
that cause bilharzia (75). Thus the incidence of bilharzia in the population along
the Nile between Cairo and Aswan increased from an estimated 5% before the
dam to 35% afterward (76). Similarly, the mosquito vector (Aedes pseudos-
cutellaris) of a virus that causes Rift Valley Fever built up huge population sizes
in newly irrigated fields, resulting in a major epidemic in the Aswan area in
1977 (77, 78). Water management schemes can either encourage or discourage
the simuliid (blackfly) vectors of onchocerciasis (river blindness). A dam may
destroy the rapids required by blackfly larvae and substitute bilharzia (which is
easier to treat) for onchocerciasis (47).

The introduction of herbicides to fight weeds that competed with maize pro-
duction was a feature of agricultural intensification in the Pampas of Argentina
after World War II. The resultant change in the grass flora favored a mouse,
Calomys musculinus, that was the natural reservoir of the Junin virus, the cause
of Argentine hemorrhagic fever. The disease was described in 1953 and is still
expanding its range (79). Another viral disease, Oropouche fever, emerged fol-
lowing the agricultural colonization of the Amazon and the planting of cacao
as a cash crop. The latter makes excellent breeding conditions for the vector
Culicoides paraensis, a biting gnat (32). In contrast, a shift from cattle raising
to subsistence agriculture encouraged another small mouse,Calomys callo-
sus, that is the reservoir of the Machupo virus. The latter invaded the human
population, causing Bolivian hemorraghic fever.

Major reservoirs of influenza viruses include ducks, other waterfowl, and
shorebirds (80). Some flu pandemics are thought to have their origin in inte-
grated pig-duck farming in China (81). Pigs can function as “mixing vessels”
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for new flu strains able to infect human beings; an agricultural system that puts
the reservoir and the mixing vessels in intimate contact seems bound to degrade
the epidemiological environment. The pig-duck system, in place in China for
several centuries and now being intensified, constitutes a natural laboratory for
generating new flu strains (82), because viruses move back and forth between
human beings and swine and between swine and ducks (80). This system might
have been responsible for the catastrophic 1918–1919 pandemic, possibly the
worst single disease catastrophe ever to afflict humanity in terms of numbers
of lives lost in a short period of time (83). Even though many strains of flu that
infect birds are genetically attenuated in primate systems (see e.g. 84), another
deadly pandemic is certainly possible (80).

Climate Change
Anthropogenic climatic warming appears increasingly likely, although its re-
gional consequences are still impossible to predict in detail (85). Such change,
however, will almost certainly alter the geographic distributions of pathogens,
reservoirs, and vectors; the competitive and predator-prey interactions among
them; and the probability of disease transmission (86–88).

Temperate zones, where the majority of human beings live, may be invaded
by various tropical diseases that now kill millions of people annually (89), but
whose distributions are now restricted by climate (65, 90–91a). Recent model-
ing efforts indicate, for instance, that malaria could extend its range by tens of
millions of square km (4, 92). This prediction is supported by extensive empir-
ical information on the coupling of malaria outbreaks and climatic fluctuations,
particularly those associated with the El Ni˜no–Southern oscillation (93). In ad-
dition, detailed analysis of the 1987 resurgence of malaria incidence in Rwanda
revealed that temperature and rainfall explained 80% of the variance in monthly
malaria incidence (94). Climate change also appears to have played a role in
India’s recent bout with what was diagnosed (perhaps incorrectly) as bubonic
plague (see e.g. 95). Careful monitoring of climatic changes, especially at the
latitudinal and altitudinal limits of diseases, is crucial to anticipating outbreaks
(96, 97).

Any large-scale change in an ecosystem can greatly affect human health—
either positively or negatively. This is a general lesson that can be drawn
from analyses of the possible impacts of global change on the epidemiological
environment. Drainage of swamps, screening of houses, and improvements
in sanitation and nutrition had yellow fever and malaria on the retreat in the
southern United States and had malaria receeding from southern Europe long
before the etiologies of those diseases were understood. Exceptionally wet
weather in the southwestern United States in 1992 caused superabundant pro-
duction of pinyon-pine nuts, which in turn led to a superabundance of deer mice
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(Peromyscus maniculatus). The mice carried a previously unidentified strain of
hantavirus that caused an outbreak of often-fatal respiratory disease (98, 99).

Deleterious changes in the epidemiological environment can be triggered by
alterations of marine ecosystems accompanying climatic change, but these too
are difficult to predict (100, 101). For example, one can merely guess at the
impact of warmer waters and rising sea level on the strains ofVibrio cholerae
living in the bays and estuaries of the Gulf Coast of the United States that serve
as a reservoir for cholera (91).

The most significant impact of climate change on the epidemiological envi-
ronment may be its effects on the immune system, mediated through agricultural
production. Rapid climate change poses a serious threat to nutritional security
(66, 102), which is an important defense against disease.

THREATS TO HUMAN DEFENSES AGAINST DISEASE

Immune Suppression
A suite of factors may suppress the human immune system, the most impor-
tant of which is undernutrition. It is well established that undernutrition and
infection act synergistically (see e.g. 103–106). Infections increase the need
for nutrients (by raising a person’s metabolic rate through fever) while simulta-
neously diminishing their supply [through reduced appetite, lower absorption
by the gastro-intestinal tract, loss through feces, and direct loss in the gut
(104, 107)]. Young children illustrate this synergism especially dramatically:
Both mortality and morbidity are determined by a child’s nutritional status, as
measured by a weight-for-height ratio (108). Interestingly, the synergism is
not universal; in fact, mild undernourishment may actually confer a survival
advantage in some circumstances [e.g. iron-deficiency may suppress the re-
productive rate of a pathogen, although this possibility remains speculative
(see 107)]. Overnutrition, epidemic in some developed countries, may impair
immune function as well (see e.g. 109).

Even though undernutrition has declined globally over the past few decades,
both relatively and absolutely, about 1 billion people still do not have diets
adequate to support normal daily activity, and nearly 500 million are essen-
tially slowly starving to death (summary of data in 110). Disease eventually
intervenes as the proximate cause of mortality; approximately 10 million peo-
ple have been dying of hunger-related disease annually for several decades
(111–114). Whether a reversal of the cheering trend in nutritional status can be
prevented remains an open question (66).

AIDS victims and, often, narcotic addicts are also seriously immune com-
promised. Another potentially important cause of immune suppression is the
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growing presence of pollutants in the environment (115–117). Ozone depletion
may also directly suppress immune responses, and it may play an important in-
direct role in immune suppression through its deleterious effect on agricultural
production (118–120).

Although the mechanisms whereby these factors compromise the immune
system are complex and remain in some cases poorly understood, their conse-
quences are potentially serious. The bodies of afflicted individuals constitute
ideal environments for the multiplication of numerous pathogens (see e.g. 121,
122) and for the viruses, bacteria, and fungi that in the past were viewed as
benign to evolve resistance to antibiotics and other defenses (see e.g. 123,
124).

Loss of Biodiversity
The paramount direct cause of the ongoing mass extinction of populations and
species of other organisms is land conversion for agricultural purposes. As a
matter of convenience, biodiversity loss is usually quantified in terms of the
rate of loss of species diversity. A conservative estimate of the global rate of
species loss (considering eukaryotes only) is one extinction per hour (125),
which exceeds by at least four orders of magnitude the rate of evolution of
novel (eukaryotic) species (126). The benefits of biodiversity to humanity are
delivered through populations of species, however, and they are disappearing
much more rapidly than are species (127, 128; J Hughes, G Daily & P Ehrlich,
unpublished analysis).

Human health depends in part on the diversity of populations. Different
populations of the same species may produce different types or quantities of
defensive chemicals [potential pharmaceutical or pesticide compounds; see e.g.
(129)]. For example, the development of penicillin as a therapeutic antibiotic
took a full 15 years after Alexander Fleming’s famous discovery of it in com-
mon bread mold. This delay occurred because scientists had great difficulty
producing, extracting, and purifying needed quantities of the antibiotic. One
key to obtaining needed quantities was the discovery, after a worldwide search,
of a variant of Fleming’s mold that produced more penicillin than the original
(130).

Little appreciated is the impact of destroying not only other life forms them-
selves, but also their interactions, which can be clues to the discovery of new
pharmaceuticals. The discovery of penicillin by Fleming occurred largely by
accident when, upon returning from a weekend vacation, he noticed that the
mold that had contaminated one of his bacterial cultures was actually killing
the bacteria (131). It is difficult to appraise a weapon of war, or even recognize
its existence, without observing it in use. Fleming saw the aftermath of the war
being waged on his laboratory plates. Only then did he realize that penicillin
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is a mold’s antibacterial weapon and that human beings might be able to wield
it to great advantage, too.

It is difficult to overstate the importance of the extinction problem. A recent
study has shown that 118 out of 150 top prescription drugs are based on chemical
compounds from other organisms, three quarters of them from plants. In the
United States, 9 of the 10 top prescription drugs are based on natural plant
compounds (132–134). Yet only slightly more than a thousand of the world’s
365,000 plant species have even been preliminarily screened for medicinal
compounds. It is impossible to know what opportunities for pharmaceutical
discovery are forever lost with the destruction of biodiversity—but the loss is
akin to emptying our armory.

Loss of Traditional Medical Systems
Under the impact of industrialization and urbanization, western medicine has
displaced indigenous medical systems in many areas, in the process leaving
many without any health care. Ratios of physicians to population as high as
one to more than 10,000 or 15,000 in the world’s poorest countries leave no
doubt that most people do not get medical treatment from trained professionals
(3). According to the World Health Organization, over 80% of people rely
for their primary health care on traditional plant medicines (133). Traditional
medicinal knowledge is rapidly disappearing, however, owing to cultural change
and declining access—in both urban and rural areas—to sources of natural
medicinal products. Most villages in the world are no longer surrounded by the
natural habitat that formerly served as a medicine cupboard, and bodies of folk
knowledge that have accumulated and been honed for thousands of years are
disappearing at an alarming rate. In some cases this loss may actually confer net
health benefits; but modern society will never know what effective medicinal
treatments are being lost. It is estimated that, in the Amazon Basin alone, one
indigenous culture becomes extinct annually (133).

In the absence of traditional medicine, the role of doctor in most develop-
ing nations is played either by the local pharmacist or by the sick individual
and his or her relatives themselves. Antibiotics and other powerful drugs are
readily available without proper diagnosis and prescription, through pharma-
cies and black markets (131). This tragic situation is made worse by its sinister
consequence, accelerated microbial evolution of resistance to antibiotics.

Evolution of Antibiotic Resistance
Concern about antibiotic misuse dates back to Alexander Fleming himself (e.g.
131, 135–140). Bacteria had billions of years of experience using antibiotics
to battle each other, fungi, and other microbes beforeHomo sapiensevolved
(141). Bacteria have very rapid life cycles, intrinsic mechanisms of resistance
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(142, 143), and extraordinary abilities to exchange genetic material (see e.g.
144; see also 145 on the malarial parasite). Horizontal gene transfer, which
enables resistance arising in one bacterium to be passed on to other species, is
rampant. Some of the genes conferring resistance reside on small, extrachro-
mosomal molecules of DNA called plasmids that can be passed to a recipient
cell (e.g. another bacterium or a yeast or plant cell) through a process called
conjugation. Harmless bacteria that normally inhabit human tissues may evolve
resistance through incidental exposure to antibiotics; they can then pass along
the genes conferring resistance to infectious bacteria that invade those tissues.
Some bacteria now harbor as many as 12 different types of antibiotic and dis-
infectant resistance (146).

In contrast, human beings are condemned by long generation times (decades
rather than hours as in microorganisms) to evolve genetic responses very slowly.
Their capacity for cultural evolution represents the best means of staying even
in the coevolutionary race (e.g. 20, 147). Regrettably, human behavior with
respect to antibiotics has been maladaptive since the start of their use. In
anticipation of, or in response to illness, people have used antibiotics routinely
without assessing their potential effectiveness (3, 131, 136) and often without
taking the full dosage, thereby killing off the most susceptible bacteria while
promoting those that are resistant.

Widespread ignorance of evolutionary implications among medical profes-
sionals, aggressive marketing by drug companies, inner-city poverty, and the
determination of misinformed patients to get antibiotics by any means nec-
essary have played major roles in the rapid evolution of antibiotic resistance
in developed nations. In developing nations, the principal factors promoting
resistance include the inaccessibility of professional health care, inability to af-
ford the necessary full course of antibiotic treatment, and the casual availability
of antibiotics through pharmacies and black markets. Poor health policy, in
general, is responsible in both regions of the world (3, 131, 136).

Multiply-resistant bacterial strains can often be passed on to other people in
hospitals or otherwise spread rapidly. In 1950 few, if any, strains of staphylo-
cocci exhibited antibiotic resistance. Yet by 1960, about 80% of the strains of
staph showed resistance to penicillin, tetracycline, and chloramphenicol. By
1980, penicillin was effective against only 10% of the varieties of staph it once
controlled (136). A similar story has unfolded in the case of most pathogenic
bacteria; the initial source of gonorrhea bacteria resistant to penicillin, now
found worldwide, was brothels in Southeast Asia (131). Most recently, bacteria
have evolved a complex strategy for protecting themselves from vancomycin—
the “last resort” antibiotic for use against enterococci (148). The fear now is
that staph will acquire the resistance via plasmid transfer from enterococci.
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Similarly, in response to overuse of antimalarials, evolution has produced
strains of the most lethal malaria species,Plasmodium falciparum,that are re-
sistant to virtually all drugs (149–151). The schistosomes, the blood flukes that
cause Bilharzia, are now showing signs of becoming resistant to praziquantel,
the most important drug used to treat the disease, which afflicts approximately
200 million people and kills about 200,000 annually (152).

The massive use of antibiotics in farm animals has contributed significantly to
the problem of resistance. More than half the antibiotics produced in the United
States—in the vicinity of 8000 tons—are fed annually to livestock to enhance
growth, mostly in subtherapeutic doses, which are ideal for the development of
resistance (3, 131, 136, 153–155). Transmission of antibiotic-resistant bacteria
from livestock to humans can occur through routes hardly imagined initially.
In 1991 in Massachusetts an outbreak of a dangerous strain ofEscherichia coli
(0157:H7) was traced to contaminated apple cider; the cider was made from
apples from trees that had been fertilized with livestock manure. Subsequently,
this strain ofE. coli has been blamed for 6000 food poisonings, sometimes
lethal in small children, each year in the United States (12). Antibiotics are
also given to honeybees, fish, family pets, small plants, and trees; streptomycin
is one of the two most commonly used antibiotics on plants, and resistance to
it is now extremely widespread (131).

POLICY IMPLICATIONS AND CONCLUSIONS

In few aspects of environmental degradation is the fate of the rich so plainly
and inextricably tied to that of the poor as it is in the interplay of global change
and disease. Unilateral health measures on the part of rich nations would have
limited impact on health security; it is in the selfish best interest of all nations
to cooperate in the implementation of policies aimed at disease prevention.
Briefly, direct measures needed worldwide include the improvement of wa-
ter supplies and sanitation; education of the medical community and general
public about the evolutionary and ecological dimensions of disease; support
of vaccination research and administration; implementation of comprehensive
disease monitoring and reporting systems; and coordinated restrictions of the
use of antibiotics and pesticides. Indirect measures include almost any effort
to reduce the total scale of the human enterprise by humanely halting popula-
tion growth, greatly reducing wasteful per-capita consumption, and employing
more environmentally sensitive technologies and cultural practices (66). In
general, development planners must consider explicitly the potential deleteri-
ous impacts on the hidden epidemiological environment and ways of mitigating
them. Although these recommendations represent a tremendous challenge, no
less than the future of humankind is at stake.



        September 11, 1996 18:44 Annual Reviews DAILDUN.TXT AR016-05

140 DAILY & EHRLICH

ACKNOWLEDGMENTS

We thank Angela Kalmer for help in searching the literature and Scott Daily
for formatting the references. Alan Campbell; Anne Ehrlich; Marc Feldman;
Donald Kennedy; and Virginia Walbot (Department of Biological Sciences,
Stanford University); Stanley Falkow (Department of Microbiology and Im-
munology, Stanford University); Kirk Smith (Center for Occupational and En-
vironmental Health, University of California, Berkeley); Peter Bing, MD (Los
Angeles); Charles Daily, MD (San Rafael); and two anonymous reviewers made
helpful comments on an earlier draft of the manuscript. This work was made
possible by grants from the W Alton Jones, Winslow, and Heinz Foundations,
the Pew Charitable Trusts, and the generosity of Peter and Helen Bing.

Any Annual Reviewchapter, as well as any article cited in anAnnual Reviewchapter,
may be purchased from the Annual Reviews Preprints and Reprints service.

1-800-347-8007; 415-259-5017; email: arpr@class.org. Visit
the Annual Reviews home pageat

http://www.annurev.org.

Literature Cited

1. Ehrlich PR, Ehrlich AH. 1970.Popula-
tion, Resources, Environment: Issues in
Human Ecology.San Francisco: Freeman

2. Leaf A. 1989. Potential health effects
of global climatic and environmental
changes.New Engl. J. Med.321:1577–83

3. Fisher JA. 1994.The Plague Makers.New
York: Simon Schuster

4. Pearce F. 1995. Global alert over malaria.
New Sci.,May 4–5

5. Bloom BR, Murray CL. 1992. Tuberculo-
sis: Commentary on a reemergent killer.
Science257:1055–64

6. Brown P. 1992. The return of the big kil-
ler. New Sci.,Oct. 30–37

7. Glass RI, Libel M, Branding-Bennett AD.
1992. Epidemic cholera in the Americas.
Science256:1524–25

8. Nowak R. 1994. Flesh-eating bacteria:
not new, but still worrisome.Science
264:1665

9. MacKenzie D. 1995. Can we afford not to
track deadly viruses?New Sci.,May 4

10. Morell V. 1995. Chimpanzee outbreak
heats up search for Ebola origin.Science
268:974–75

11. Altman LK. 1995a. No one can say why
virus striking Zaire is so deadly. New York
Times, 13 May 1

12. Garrett L. 1994.The Coming Plague:
Newly Emerging Diseases in a World Out

of Balance.New York: Farrar Straus
Giroux

13. Nussenzweig RS, Long CA. 1994. Mal-
aria vaccines: multiple targets.Science
265:1381–83

14. Ehrlich PR, Holdren JP. 1971. Impact
of population growth.Science171:1212–
17

15. Holdren JP, Ehrlich PR. 1974. Human
population and the global environment.
Am. Sci.62:282–92

16. Ehrlich PR, Ehrlich AH. 1990.The Pop-
ulation Explosion.New York: Simon
Schuster

17. MacDonald G. 1952. The analysis of
equilibrium in malaria.Trop. Dis. Bull.
47:907–15

18. Anderson RM, May RM, et al. 1991. The
spread of HIV-1 in Africa: sexual contact
patterns and the predicted demographic
impact of AIDS.Nature352:581–87

19. Cohen MN. 1989.Health and the Rise of
Civilization.New Haven, CT: Yale Univ.
Press

20. Inhorn MC, Brown PJ. 1990. The anthro-
pology of infectious disease.Annu. Rev.
Anthr.19:89–117

21. Fenner F, McAuslan BR, Mims CA, Sam-
brook J, White DO. 1974.The Biology of
Animal Viruses.New York: Academic

22. Bartlett MS. 1957. Measles periodicity



    September 11, 1996 18:44 Annual Reviews DAILDUN.TXT AR016-05

EPIDEMIOLOGICAL ENVIRONMENT 141

and community size.J. Roy. Stat. Soc.
A120:48–70

23. Black FL. 1966. Measles endemicity in
insular populations: critical community
size and its implications.J. Theor. Biol.
11:207–11

24. Black FL. 1975. Infectious diseases in
primitive societies.Science187:515–18

25. Mitchison A. 1993. Will we survive?Sci.
Am.Sept.: 136–44

26. Humphry-Smith I, Donker G, Turzo A,
Chastel C, Schmidt-Mayerova H. 1993.
Evaluation of mechanical transmission
of HIV by the African soft tick, Or-
nithodoros moubata. AIDS7:341–47

27. Garenne M, Aaby P. 1990. Pattern of ex-
posure and measles mortality in Senegal.
J. Infect. Dis.161:1088–94

28. Roberts L. 1989. Disease and death in the
New World.Science246:1245–47

29. Black FL. 1992. Why did they die?Sci-
ence258:1739–40

30. Black FL. 1994. An explanation of high
death rates among New World peoples
when in contact with Old World diseases.
Perspect. Biol. Med.37:292–307

31. McNeill WH. 1976.Plagues and Peoples.
Garden City, NY: Doubleday

32. Monath TP. 1993. Arthropod-borne vir-
uses. See Ref. 156, pp. 62–71

33. Darrow WW, Gorman EM, Glick BP.
1986. The social origins of AIDS: so-
cial change, sexual behavior, and disease
trends. InThe Social Dimensions of AIDS:
Method and Theory,ed. DA Feldman, TM
Johnson, pp. 95–107. New York: Pra-
eger

34. Tauxe RV, Puhr ND, Wells JD, Hargrette-
Bean N, Blake PA. 1990. Antimicrobial
resistance of Shigella isolated in the USA:
the importance of international travelers.
J. Infect. Dis.162:1107–11

35. Craven RB, Francy DB, Eliason DA.
1988. Importation ofAedes albopictus
(Skuse) and other exotic mosquito species
into the United States in used tires from
Asia. J. Am. Mosq. Contr. Assoc.4:138–
42

36. Francy DB, Karabatsos N, Wesson DM,
Moore CG Jr., Lazuick JS, et al. 1990. A
new arbovirus fromAedes albopictus,an
Asian mosquito established in the United
States.Science250:1738–40

37. Moore CG. 1988.Aedes albopictusin the
USA: Rapid spread of a potential disease
vector.J. Am. Mosq. Contr. Assoc.4:356–
61

37a. Henig RM. 1995. The new mosquito
menace.New York Times, Sept. 13

38. Rohter L. 1995. U.S. may be threatened

by epidemic of dengue.New York Times
International, Sept. 23:p. 5

39. Gizewski P, Homer-Dixon T. 1995.Urban
Growth and Violence: Will the Future Re-
semble the Past?Washington, DC: Am.
Assoc. Adv. Sci.

40. United Nations. 1987.The Prospects
of World Urbanization, Revised as of
1984–85. Population Studies.New York:
United Nations

41. Mckeown T. 1979.The Role of Medicine:
Dream, Mirage, or Nemesis?Princeton,
NJ: Princeton Univ. Press

42. Snow J. 1855.On the Mode of Transmis-
sion of Cholera.London: Churchill

43. McKeown T, Brown RG, Record RG.
1972. An interpretation of the modern
rise of population in Europe.Popul. Stud.
26:345–82

44. McKeown T, Record R, Turner R. 1974.
An interpretation of the decline of mortal-
ity in England and Wales during the twen-
tieth century.Popul. Stud.29:391–422

45. World Bank. 1992.World Development
Report 1992: Development and the Envi-
ronment.Oxford: Oxford Univ. Press

46. Morse SS. 1991. Emerging viruses: defin-
ing the rules for viral traffic.Perspect.
Biol. Med.34:387–409

47. Bradley DJ. 1993b. Environmental and
health problems of developing countries.
See Ref. 157, pp. 234–44

48. Fear of an epidemic rises in Central Amer-
ica. 1995c.New York Times, Aug. 26, p.5

49. Symons D. 1978.The Evolution of Human
Sexuality.Oxford: Oxford Univ. Press

50. Thrall PH, Antovics J, Hall DW. 1993.
Host and pathogen coexistence in sexu-
ally transmitted and vector-borne diseases
characterized by frequency-dependent
disease transmission.Am. Nat.142:543–
52

51. Ewald PW. 1994.Evolution of Infectious
Disease.Oxford: Oxford Univ. Press

52. Moser MR, Bender TR, Margolis HS,
et al. 1979. Aircraft transmission of in-
fluenzaA. Am. J. Epidemiol.110:1

53. Tolchin M. 1993. Exposures to tubercu-
losis on planes are investigated.New York
Times, June 21:p. 11

54. Percival V, Homer-Dixon T. 1995.Envi-
ronmental Scarcity and Violent Conflict:
The Case of Rwanda. Washington, DC:
Am. Assoc. Adv. Sci.

54a. Uvin P. 1996. Tragedy in Rwanda: The
political ecology of conflict.Environment
38:7–29

55. Stone R. 1993. Resurging infectious dis-
eases in Russia.Science261:415

56. Maurice J. 1995. Russian chaos breeds



    September 11, 1996 18:44 Annual Reviews DAILDUN.TXT AR016-05

142 DAILY & EHRLICH

diphtheria outbreak.Science267:1416–
17

57. De Cock KM, McCormick JB. 1988. HIV
infection in Zaire. New Engl. J. Med.
319:309

58. Lastavica CC, Wilson ML, et al. 1989.
Rapid emergence of a focal epidemic of
Lyme disease in coastal Massachusetts.
New Engl. J. Med.320:133–37

59. Barbour AG, Fish D. 1993. The biological
and social phenomenon of Lyme disease.
Science260:1610–16

60. Lederberg J, Shope RE, Oaks SC Jr. 1992.
Emerging Infections: Microbial Threats
to Health in the United States.Washing-
ton, DC: Natl. Acad.

61. Standaert SM, Dawson J, Schaffner W,
Childs J, Biggie K, Singleton J Jr., Gerh-
ardt R. 1995. Ehrlichiosis in a golf-
oriented retirement community.New
Engl. J. Med.333:420–25

61a. Adler T. 1994. Tick threats: new dis-
eases brought to you by your neighbor-
hood ticks.Sci. News146:44–45

62. Smith CEG, Simpson DIH, Bowen ETW,
Zlotnik I. 1967. Fatal human disease from
vervet monkeys.Lancet2:1119–21

63. Kissling RE, Robinson RQ, Murphy FA,
Whitfield SG. 1968. Agent of disease
contracted from green monkeys.Science
160:888–90

64. Brown AWA. 1977. Yellow fever, dengue
and dengue haemorrhagic fever. InA
World Geography of Human Diseases,ed.
GM Howe, pp. 271–317. London: Aca-
demic

65. Sutherst RW. 1993. Arthropods as disease
vectors in a changing environment. See
Ref. 157, pp. 124–39

66. Ehrlich PR, Ehrlich AH, Daily GC. 1995.
The Stork and the Plow: The Equity An-
swer to the Human Dilemma.New York:
Putnam

67. World Health Organization. 1976.Resis-
tance of vectors and reservoirs of disease
to pesticides Tech. Rep. No. 585.Wash-
ington, DC: World Health Org.

68. Chapin G, Wasserstrom R. 1981. Agricul-
tural production and malaria resurgence
in Central America and India.Nature
293:181–85

69. Ehrlich PR. 1986.The Machinery of Na-
ture.New York: Simon Schuster

70. Georghiou GP. 1990. The effect of agro-
chemicals on vector populations. InPes-
ticide Resistance in Arthropods, ed. RT
Roush, BE Tabashnik, pp. 183–202. New
York: Chapman Hall

71. Desowitz R. 1981.Tapeworms and Jew-
ish Grandmothers. New York: Norton

72. Almendares J, Sierra M, Anderson PK,
Epstein PR. 1993. Critical regions, a pro-
file of Honduras.Lancet342:1400–2

73. Epstein PR, Chickwenhere GP. 1994. En-
vironmental factors in disease surveil-
lance.Lancet343:1440–41

74. Mobarak AB. 1982. The schistosomiasis
problem in Egypt.Am. J. Trop. Med. Hyg.
31:87–91

75. Ehrlich PR, Ehrlich AH, Holdren JP.
1977. Ecoscience: Population, Resour-
ces, Environment.San Francisco: Free-
man

76. Van der Schalie H. 1974. Aswan dam re-
visited.Environment16:18–26

77. Davies FG, Linthicum KJ, James AD.
1981. Rainfall and epizootic Rift Valley
fever.Bull. World Health Org.63:941–43

78. Meegan JM. 1978. Rift valley fever in
Egypt: an overview of the epizootic in
1977 and 1978.Controv. Epidemiol. Bio-
stat.3:100–13

79. Johnson KM. 1993. Emerging viruses in
context: an overview of viral hemorrhagic
fevers. See Ref. 156, pp. 152–70

80. Webster RG. 1993. Influenza. See Ref.
156, pp. 37–45

81. Morse SS. 1993. Examining the origins of
emerging viruses. See Ref. 156. pp. 10–28

82. Scholtissek C, Naylor E. 1988. Fish
farming and influenza pandemics.Nature
331:215

83. Kipple KF. 1993.The Cambridge World
History of Human Disease. Cambridge:
Cambridge Univ. Press

84. Murphy B. 1993. Factors restraining
emergence of new influenza viruses. See
Ref. 156, pp. 234–40

85. Schneider SH. 1994. Detecting climatic
change signals: Are there any “finger-
prints”? Science263:341–47

86. Smith JB, Tirpak DA. 1988.The Potential
Effects of Global Climate Change on the
United States, pp. 14/1–22. Washington,
DC: US Environ. Prot. Agency

87. Weihe WH, Mertens R. 1991. Human
well-being, diseases and climate. InCli-
mate Change: Science, Impacts and Pol-
icy,ed. J Jager, HL Ferguson, pp. 345–59.
Cambridge: Cambridge Univ. Press

88. Bradley DJ. 1993. Human tropical dis-
eases in a changing environment. See Ref.
157, pp. 146–62

89. Gibbons A. 1992. Researchers fret over
neglect of 600 million patients.Science
256:1135

90. Haines A. 1990. Global warming: the im-
plications for health. InGlobal Warming:
The Greenpeace Report, ed. J Legget, pp.
149–62. Oxford: Oxford Univ. Press



    September 11, 1996 18:44 Annual Reviews DAILDUN.TXT AR016-05

EPIDEMIOLOGICAL ENVIRONMENT 143

91. Shope R. 1991. Global climate change
and infectious diseases.Environ. Health
Perspect. 96:171–74

91a. Dobson AP, Carper R. 1992. Global
warming and potential changes in host-
parasite and disease-vector relationships.
In Global Warming and Biodiversity, ed.
RL Peters. New Haven, CT: Yale Univ.
Press

92. Martin PH, Lefebvre MG. 1995. Malaria
and climate: sensitivity of malaria po-
tential transmission to climate.Ambio
24:200–7

93. Bouma MJ, Sondorp HE, van der Kaay
HJ. 1994. Climate change and periodic
epidemic malaria.Lancet343:1440

94. Loevinsohn ME. 1994. Climatic warm-
ing and increased malaria incidence in
Rwanda.Lancet343:714–18

95. Epstein PR. 1994. Climate change played
a role in India’s plague.New York Times,
Nov. 13:p.3

96. Gillett JD. 1974. Direct and indirect influ-
ences of temperature on the transmission
of parasites from insects to man. InThe
Effects of Meteorological Factors upon
Parasites. Symp. Brit. Soc. Parasitology,
London, ed. AER Taylor, R Muller, pp.
79–95:

97. Rogers DJ, Packer MJ. 1993. Vector-
borne diseases, models, and global
change.Lancet342:1282–85

98. Nichol ST, Spiropoulou CF, Morzunov S,
Rollin PE, Ksiazek TG, et al. 1993. Ge-
netic identification of a hantavirus associ-
ated with an outbreak of acute respiratory
illness.Science262:914–17

99. Hughes JM, Peters CJ, Cohen ML, Mahy
BWJ. 1993. Hantavirus pulmonary syn-
drome: an emerging infectious disease.
Science262:850–51

100. Epstein PR. 1992a. Cholera and the envi-
ronment.Lancet339:1167–68

101. Epstein PR, Ford TE, Colwell RR. 1993.
Marine ecosystems.Lancet342:1216–19

102. Daily GC, Ehrlich PR. 1990. An ex-
ploratory model of the impact of rapid cli-
mate change on the world food situation.
Proc. R. Soc. Lond. B2241:232–44

103. Smythe PM, Brereton-Stiles GG, Grace
HJ, Mapoyane A, Schonland M, et al.
1971. Thymolymphatic deficiency and
depression of cell-mediated immunity
in protein-calorie malnutrition.Lancet
2:939–43

104. Beisel WR. 1984. Nutrition, infection,
specific immune responses, and nonspe-
cific host defenses: a complex interaction.
In Nutrition, Disease Resistance, and Im-
mune Function,ed. RR Watson, pp. 21–

30. New York: Marcel Dekker
105. Harrison GA, Waterlow JC. 1990.Diet

and Disease in Traditional Developing
Societies.Cambridge: Cambridge Univ.
Press

106. Ellner PD, Neu HC. 1992.Understand-
ing Infectious Disease.St. Louis, MO:
Mosby-Year Book

107. Dasgupta P. 1993.An Inquiry into Well-
Being and Destitution.Oxford: Claren-
don

108. Chandra R. 1983. Nutrition, immunity,
and infection: present knowledge and fu-
ture directions.Lancet1:688–91

109. Chandra RK. 1981. Immunodeficiency
in undernutrition and overnutrition.Nutr.
Rev.39:225–31

110. Uvin P. 1994.The International Organi-
zation of Hunger.London: Kegan Paul

111. Dumont R, Rosier B. 1969.The Hungry
Future.New York: Praeger

112. World Health Organization. 1987.Int.
Health NewsSept.: 9

113. World Resources Institute. 1987.World
Resources 1987. New York: Basic

114. UNICEF. 1992.State of the World’s Chil-
dren 1992.New York: United Nations

115. Ross PS, Visser IKG, Broeders HWJ, van
de Bildt MWG, Bowen WD, et al. 1992.
Antibodies to phocine distemper virus in
Canadian seals.Vet. Rec.130:514–16

116. Repetto R. 1992.Policy Implications of
Possible Effects of Pesticides on the Im-
mune System.Presented at Conf. Pestic.
Health, Bellagio, Italy

117. Calborn T, Dumanoski D, Myers J. 1996.
Our Stolen Future.New York: Dutton

118. Jones R, Wigley T. 1989.Ozone Deple-
tion: Health and Environmental Conse-
quences.New York: Wiley

119. McCally M, Cassell C. 1990. Medical re-
sponsibility and the global environment.
Ann. Intern. Med.113:467–73

120. Jeevan A, Kripke ML. 1993. Ozone de-
pletion and the immune system.Lancet
342:1159–60

121. Cherubin CE. 1971. Infectious disease
problems of narcotic addicts.Arch. Intern.
Med.128:309–13

122. Levine DP, Sobel JD. 1991.Infections in
Intravenous Drug Abusers.Oxford: Ox-
ford Univ. Press

123. Sternberg S. 1994. The emerging fungal
threat.Science266:1632–34

124. Georgopapadakou NH, Walsh TJ. 1994.
Human mycoses: drugs and targets for
emerging pathogens.Science264:371–
73

125. Wilson EO. 1992.The Diversity of Life.
Cambridge, MA: Harvard Univ. Press



    September 11, 1996 18:44 Annual Reviews DAILDUN.TXT AR016-05

144 DAILY & EHRLICH

126. Lawton J, May R. 1995.Extinction Rates.
Oxford: Oxford Univ. Press

127. Daily GC, Ehrlich PR. 1995. Population
extinction and the biodiversity crisis. In
Biodiversity Conservation,ed. CA Per-
rings, K-G Maler, C Folke, CS Holling,
B-O Jansson. Dordrecht: Kluwer

128. Daily GC.Nature’s Services: Societal
Dependence on Natural Ecosystems.
Washington, DC: Island. In press

129. Dolinger P, Ehrlich P, Fitch W, Breedlove
D. 1973. Alkaloid and predation patterns
in Colorado lupine populations.Oecolo-
gia 13:191–204

130. Dowling HF. 1977.Fighting Infection.
Cambridge, MA: Harvard Univ. Press

131. Levy SB. 1992a.The Antibiotic Paradox.
New York: Plenum

132. Farnsworth NR. 1988. Screening plants
for new medicines. InBiodiversity, ed.
EO Wilson, pp. 83–97. Washington, DC:
Natl. Acad.

133. Dobson A. 1995. Biodiversity and human
health.Trends Ecol. Evol.10:390–91

134. Eisner T, Meinwald J. 1995. Proceedings
of the colloquium on chemical ecology.
Proc. Natl. Acad. Sci. USA92:1–82

135. Ehrlich PR, Holm RW. 1963.The Process
of Evolution.New York: McGraw-Hill

136. Lappe M. 1982.Germs That Won’t Die.
Garden City, NY: Anchor

137. Slater AJ. 1989. Antibiotic resistance in
the tropics. 3. Medical responsibilities of
the pharmaceutical industry with respect
to use of antibiotics in the tropics.Trans.
R. Soc. Trop. Med. Hyg.83:45–48

138. Cohen ML. 1992. Epidemiology of drug
resistance: implications for a post-anti-
microbial era.Science257:1050–55

139. Neu HC. 1992. The crisis in antibiotic re-
sistance.Science257:1066–77

140. Russell AD. 1993. Microbial cell walls
and resistance of bacteria and fungi to
antibiotics and biocides.J. Infect. Dis.
168:1339–40

141. May RM. 1993. Ecology and evolution of
host-virus associations. See Ref. 156, pp.
58–68

142. Levy SB. 1992. Active efflux mechanisms
for antimicrobial resistance.Antimicrob.
Agents Chemother.36:695–703

143. Nikaido H. 1994. Prevention of drug ac-
cess to bacterial targets: permeability bar-

riers and active efflux.Science264:382–
88

144. Davies J. 1994. Inactivation of antibiotics
and the dissemination of resistance genes.
Science264:375–82

145. Conway DJ, Greenwood BM, McBride
SJ. 1991. The epidemiology of multiple-
clonePlasmodium falciparuminfections
in Gambian patients.Parasitology103:1–
6

146. Amabile-Cuevas CF, Chicurel ME.
1993. Horizontal gene transfer.Sci. Am.
81:332–41

147. Alland JA. 1970.Adaptation in Cultural
Evolution: An Approach to Medical An-
thropology.New York: Columbia Univ.
Press

148. Lipsitch M. 1995. Fears growing over
bacteria resistant to antibiotics.New York
Times,Sept. 12

149. Looareesuwan S, Viravan C, Vanijanonta
S, et al. 1992. Randomized trial of arte-
sunate and mefloquine alone and in se-
quence for acute uncomplicated falci-
parum malaria.Lancet339:821–24

150. Ter Kuiler FO, Dolan G, Nosten F, Ed-
stein MD, Luxemburger C, et al. 1993.
Halfantrine versus mefloquine in treat-
ment of multidrug-resistant falciparum
malaria.Lancet341:1044–49

151. Gay F, Ciceron L, Litaudon M, et al. 1994.
In-vitro resistance ofPlasmodium falci-
parum to qinghaosu derivatives in West
Africa. Lancet343:850–51

152. Brown P. 1994. Deadly worm may
be turning drug-resistant.New Sci.,12
November p. 4

153. Holmberg SD, Osterholm MT, Senger
KA, Cohen ML. 1984. Drug-resistant
Salmonella from animals fed antimi-
crobials. New Engl. J. Med.311:617–
22

154. Levy SB. 1984. Playing antibiotic pool:
time to tally the score.New Engl. J. Med.
311:617–22

155. Wuethrich B. 1994. Migrating genes
could spread resistance.New Sci.,Oct.
15:9

156. Morse SS, ed. 1993.Emerging Viruses.
New York: Oxford Univ. Press

157. Lake JV, Bock GR, Ackrill K, eds.
1993.Environmental Change and Human
Health.Chichester, UK: Wiley


